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ABSTRACT 

 The present invention provides, among other things, methods of treating pruritic or 

inflammatory skin diseases or disorders, or pruritus associated with a disease or disorder, with an 

anti-OSMRβ antibody, including methods of treating pruritus, associated with atopic dermatitis, 

chronic kidney disease-associated pruritus, uremic pruritus or prurigo nodularis, chronic idiopathic 

pruritus, chronic idiopathic urticaria, chronic spontaneous urticaria, cutaneous amyloidosis, lichen 

simplex chronicus, plaque psoriasis, lichens planus, inflammatory ichthyosis, mastocytosis and 

bullous pemphigoid, comprising a step of administering to a subject in need of treatment an anti-

OSMRß antibody at a therapeutically effective dose and an administration interval for a treatment 

period sufficient to improve, stabilize or reduce one or more symptoms of the disease or disorder 

relative to a control. 
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TREATMENT OF SKIN DISEASES OR DISORDERS BY DELIVERY OF ANTI-OSMR 

ANTIBODY  

 

CROSS-REFERENCE TO RELATED APPLICATIONS 

[0001] The present application is a divisional of Australian Patent Application No. 

2019276779, which claims benefit of, and priority to, U.S. Provisional Patent Application Serial 

Numbers: 62/662,607, filed on April 25, 2018; 62/718,324, filed on August 13, 2018; 62/731,618, 

filed on September 14, 2018; 62/757,047, filed on November 7, 2018; 62/765,033, filed on August 

16, 2018; 62/775,350, filed on December 4, 2018; 62/789,434, filed on January 7, 2019; and 

62/794,356, filed on January 18, 2019, the contents of each of which are incorporated herein.  

 

INCORPORATION-BY-REFERENCE OF SEQUENCE LISTING 

[0002] Preceding applications contained a Sequence Listing which was originally submitted 

electronically in ASCII format and is hereby incorporated by reference in its entirety.  Said ASCII 

copy, created on April 25, 2019, is named KPL-003WO_ST25.txt and is 17.2 KB in size. The 

present application contains a Sequence Listing which has been submitted electronically as an XML 

document in the ST.26 format and is hereby incorporated by reference in its entirety. Said XML 

copy, created on 12 March 2026, is named P0026508AUD1 Sequence Listing.xml and is 22 KB in 

size. 

BACKGROUND 

[0003] Atopic dermatitis is a chronic inflammatory skin disorder primarily characterized by 

extreme itching, leading to scratching and rubbing that in turn results in the typical lesions of 

eczema.  Various diseases and disorders are accompanied by pruritus (itch).  For example, patients 

with renal failure, usually end-stage renal disease (ESRD), commonly are afflicted by severe 

pruritus (uremic pruritus). Prurigo nodularis (PN), also known as nodular prurigo is a skin disease 

characterized by itchy nodules that usually appear in the arms and legs.  Patients often present with 

multiple excoriating lesions caused by scratching.  Severe pruritus is a seriously debilitating 

condition.  The uncomfortable and often painful symptoms associated with atopic dermatitis and 

uremic pruritus include itching, swelling, redness, blisters, crusting, ulceration, pain, scaling, 

cracking, hair loss, scarring, or oozing of fluid involving the skin, eye, or mucosal membranes. 

Other debilitating skin conditions that are accompanied by pruritus include Chronic Idiopathic 

Pruritus, Chronic Idiopathic Urticaria, Chronic Spontaneous Urticaria, Cutaneous Amyloidosis, 

Lichen Simplex Chronicus, Plaque Psoriasis, Lichens Planus, Inflammatory Ichthyosis, 

Mastocytosis and Bullous Pemphigoid. 
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[0004] The need to control pruritus has led to a search for therapeutic agents that are both 

safe and effective.  Corticosteroids, when administered systemically, are effective in this regard but 

are associated with significant and potentially dangerous side effects.  Topically applied 
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Mean VAS Pruritus Score (+/- SEM)
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Mean Weekly Average WI-NRS Score (+/- SEM)

Mean Percent Change in Weekly Average WI-NRS from Baseline (+/- SEM)
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Anti-OSMRB Antibody
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(7.5mg/kg IV)

(Pooled IV)
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Mean VAS Sleep Score Change (+/- SEM)

Mean Percent VAS Sleep Score Change from Baseline (+/-SEM)
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Mean EASI Score (+/- SEM)

Mean Percent EASI Change from Baseline (+/- SEM)
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EASI-50 Responder Analysis (%)
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Mean SCORAD (+/- SEM)
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Log scale
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anti-OSMRB Dosing Regimen
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(A)

Human Epidermal Keratinocytes

Human Dermal Fibroblasts
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MCP-1 Gene expression
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*P<0.05; **P<0.01; ****P<0.0001.
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HDF = human dermal fibroblasts; HEK = human epidermal keratinocytes; MCP-1 = monocyte chemoattractant protein-1; OSM =

oncostatin M; RNA = ribonucleic acid; qRT-PCR = real-time quantitative reverse transcription polymerase chain reaction.
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Human Epidermal Keratinocytes Human Dermal Fibroblasts
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Anti-IL-31R antibody

Isotype Control Antibody
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Data are mean ± SEM; two-way ANOVA; **P<0.01, no antibody VS OSMR at concentration of 0.001-0.1 µg/mL.epidermal keratinocytes; IL = interleukin; LIF = leukemia inhibitory factor; OSM = oncostatin M; RNA = ribonucleic acid.
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1
6
 
M
a
r
 
2
0
2
6

2
0
2
6
2
0
1
9
8
5



(A)

(B)

Anti-OSMRB antibody

6000

6000

No antibody

Anti-OSMRß 0.0001µg/mL

Anti-IL-31Ra 0.0001ug/mL

Anti-IL-31Ra 0.001µg/mL

T

MCP-1 (pg/mL)

**

MCP-1 (pg/mL)
4000

Anti-OSMRB 0.01µg/mL

Anti-IL-31Ra 0.01µg/mL

Anti-IL-31R 0.1µg/mL

2000

20/32

T

**

**

T

T

**

0

0

OSM (50 ng/mL):

+

+
+

-

+

+
+

-+++

+

+
+

- + + +

OSM (50 ng/mL):

+

+
+

-+++

-+++

-+++

-+++

Data are mean ± SEM; two-way ANOVA; **P<0.01, no antibody vs OSMRB.CCL2 = monocyte chemoattractant protein-1 (MCP-1); Anti-IL-31 R = humanized antihuman interleukin-31 receptor A antibody; HEK = human
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Sequence Listing
1 Sequence Listing

Information
1-1 File Name P0026508AUD1 Sequence Listing.xml
1-2 DTD Version V1_3
1-3 Software Name WIPO Sequence
1-4 Software Version 2.3.0
1-5 Production Date 2026-03-12
1-6 Original free text language

code
1-7 Non English free text

language code

2 General Information
2-1 Current application: IP

Office
AU

2-2 Current application:
Application number

2-3 Current application: Filing
date

2-4 Current application:
Applicant file reference

KPL-003WO

2-5 Earliest priority application:
IP Office

US

2-6 Earliest priority application:
Application number

62/662,607

2-7 Earliest priority application:
Filing date

2018-04-25

2-8en Applicant name KINIKSA PHARMACEUTICALS, LTD.
2-8 Applicant name: Name

Latin
2-9en Inventor name
2-9 Inventor name: Name Latin
2-10en Invention title TREATMENT OF SKIN DISEASES OR DISORDERS BY DELIVERY OF ANTI-OSMR BETA

ANTIBODY
2-11 Sequence Total Quantity 16

1

Information

1-1 File Name

1-2 DTD Version V1_3

1-3 Software Name

1-4 Software Version 2.3.0

1-5 Production Date 2026-03-12

1-6

code

1-7

2 General Information

2-1 AU
Office

2-2

2-3

date

2-4 KPL-003WO

2-5 US
IP Office

2-6

2-7 2018-04-25

2-8en

2-8

Latin

2-9en Inventor name

2-9 Inventor name: Name Latin

2-10en Invention title TREATMENT OF SKIN DISEASES OR DISORDERS BY DELIVERY OF ANTI-OSMR BETA

ANTIBODY
2-11 16
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3-1 Sequences
3-1-1 Sequence Number [ID] 1
3-1-2 Molecule Type AA
3-1-3 Length 452
3-1-4 Features

Location/Qualifiers
REGION 1..452
note=Synthetic polypeptide
source 1..452
mol_type=protein
organism=synthetic construct

NonEnglishQualifier Value
3-1-5 Residues QVQLVQSGAE VKKPGASVKV SCKASGYTFT SYEINWVRQA TGQGLEWMGW MNPNSGYTGY 60

AQKFQGRVTM TRDTSISTAY MEMSSLRSED TAVYYCARDI VAANTDYYFY YGMDVWGQGT 120
TVTVSSASTK GPSVFPLAPC SRSTSESTAA LGCLVKDYFP EPVTVSWNSG ALTSGVHTFP 180
AVLQSSGLYS LSSVVTVPSS SLGTKTYTCN VDHKPSNTKV DKRVESKYGP PCPPCPAPEF 240
LGGPSVFLFP PKPKDTLMIS RTPEVTCVVV DVSQEDPEVQ FNWYVDGVEV HNAKTKPREE 300
QFQSTYRVVS VLTVLHQDWL NGKEYKCKVS NKGLPSSIEK TISKAKGQPR EPQVYTLPPS 360
RDELTKNQVS LTCLVKGFYP SDIAVEWESN GQPENNYKTT PPVLDSDGSF FLYSKLTVDK 420
SRWQQGNVFS CSVMHEALHN HYTQKSLSLS PG 452

3-2 Sequences
3-2-1 Sequence Number [ID] 2
3-2-2 Molecule Type AA
3-2-3 Length 216
3-2-4 Features

Location/Qualifiers
REGION 1..216
note=Synthetic polypeptide
source 1..216
mol_type=protein
organism=synthetic construct

NonEnglishQualifier Value
3-2-5 Residues QSVLTQPPSA SGTPGQRVTI SCSGSNSNIG SNTVNWYHQL PGTAPKLLIY NINKRPSGVP 60

DRFSGSKSGS SASLAISGLQ SEDEADYYCS TWDDSLDGVV FGGGTKLTVL GQPKAAPSVT 120
LFPPSSEELQ ANKATLVCLI SDFYPGAVTV AWKADSSPVK AGVETTTPSK QSNNKYAASS 180
YLSLTPEQWK SHRSYSCQVT HEGSTVEKTV APTECS 216

3-3 Sequences
3-3-1 Sequence Number [ID] 3
3-3-2 Molecule Type AA
3-3-3 Length 126
3-3-4 Features

Location/Qualifiers
REGION 1..126
note=Synthetic polypeptide
source 1..126
mol_type=protein
organism=synthetic construct

NonEnglishQualifier Value
3-3-5 Residues QVQLVQSGAE VKKPGASVKV SCKASGYTFT SYEINWVRQA TGQGLEWMGW MNPNSGYTGY 60

AQKFQGRVTM TRDTSISTAY MEMSSLRSED TAVYYCARDI VAANTDYYFY YGMDVWGQGT 120
TVTVSS 126

3-4 Sequences
3-4-1 Sequence Number [ID] 4
3-4-2 Molecule Type AA
3-4-3 Length 111
3-4-4 Features

Location/Qualifiers
REGION 1..111
note=Synthetic polypeptide
source 1..111
mol_type=protein
organism=synthetic construct

NonEnglishQualifier Value
3-4-5 Residues QSVLTQPPSA SGTPGQRVTI SCSGSNSNIG SNTVNWYHQL PGTAPKLLIY NINKRPSGVP 60

DRFSGSKSGS SASLAISGLQ SEDEADYYCS TWDDSLDGVV FGGGTKLTVL G 111

3-5 Sequences
3-5-1 Sequence Number [ID] 5
3-5-2 Molecule Type AA
3-5-3 Length 5
3-5-4 Features

Location/Qualifiers
REGION 1..5
note=Synthetic oligopeptide
source 1..5
mol_type=protein
organism=synthetic construct

NonEnglishQualifier Value
3-5-5 Residues SYEIN 5

3-6 Sequences
3-6-1 Sequence Number [ID] 6

3-1

3-1-1 1

3-1-2 AA
3-1-3 452

3-1-4 Features REGION 1..452

Location/Qualifiers

source 1..452

3-1-5 Residues

AQKFQGRVTM TRDTSISTAY MEMSSLRSED TAVYYCARDI VAANTDYYFY YGMDVWGQGT 120

TVTVSSASTK GPSVFPLAPC SRSTSESTAA LGCLVKDYFP EPVTVSWNSG ALTSGVHTFP 180

RDELTKNQVS LTCLVKGFYP SDIAVEWESN GQPENNYKTT PPVLDSDGSF FLYSKLTVDK 420

452

3-2

2

3-2-2 AA

3-2-4 REGION 1..216

source 1..216

3-2-5

216

3-3

3-3-1 3

3-3-2 AA
3-3-3 126

3-3-4 Features

Location/Qualifiers

source 1..126

3-3-5 Residues OVOLVOSGAE VKKPGASVKV SCKASGYTFT SYEINWVRQA TGQGLEWMGW MNPNSGYTGY 60

AQKFQGRVTM TRDTSISTAY MEMSSLRSED TAVYYCARDI VAANTDYYFY YGMDVWGQGT 120

TVTVSS 126

3-4

3-4-1 4

3-4-2 AA
3-4-3 111

3-4-4 Features REGION 1..111
Location/Qualifiers

source 1..111

3-4-5 Residues

111

3-5

3-5-1 5

3-5-2 AA
3-5-3 5

3-5-4 Features REGION 1..5

Location/Qualifiers

source 1..5

3-5-5 Residues SYEIN 5

3-6

3-6-1 6

20
26

20
19

85
   

   
16

 M
ar

 2
02

6



3-6-2 Molecule Type AA
3-6-3 Length 21
3-6-4 Features

Location/Qualifiers
REGION 1..21
note=Synthetic oligopeptide
source 1..21
mol_type=protein
organism=synthetic construct

NonEnglishQualifier Value
3-6-5 Residues WMGWMNPNSG YTGYAQKFQG R 21

3-7 Sequences
3-7-1 Sequence Number [ID] 7
3-7-2 Molecule Type AA
3-7-3 Length 17
3-7-4 Features

Location/Qualifiers
REGION 1..17
note=Synthetic oligopeptide
source 1..17
mol_type=protein
organism=synthetic construct

NonEnglishQualifier Value
3-7-5 Residues DIVAANTDYY FYYGMDV 17

3-8 Sequences
3-8-1 Sequence Number [ID] 8
3-8-2 Molecule Type AA
3-8-3 Length 13
3-8-4 Features

Location/Qualifiers
REGION 1..13
note=Synthetic oligopeptide
source 1..13
mol_type=protein
organism=synthetic construct

NonEnglishQualifier Value
3-8-5 Residues SGSNSNIGSN TVN 13

3-9 Sequences
3-9-1 Sequence Number [ID] 9
3-9-2 Molecule Type AA
3-9-3 Length 7
3-9-4 Features

Location/Qualifiers
REGION 1..7
note=Synthetic oligopeptide
source 1..7
mol_type=protein
organism=synthetic construct

NonEnglishQualifier Value
3-9-5 Residues NINKRPS 7

3-10 Sequences
3-10-1 Sequence Number [ID] 10
3-10-2 Molecule Type AA
3-10-3 Length 11
3-10-4 Features

Location/Qualifiers
REGION 1..11
note=Synthetic oligopeptide
source 1..11
mol_type=protein
organism=synthetic construct

NonEnglishQualifier Value
3-10-5 Residues STWDDSLDGV V 11

3-11 Sequences
3-11-1 Sequence Number [ID] 11
3-11-2 Molecule Type AA
3-11-3 Length 19
3-11-4 Features

Location/Qualifiers
REGION 1..19
note=Synthetic oligopeptide
source 1..19
mol_type=protein
organism=synthetic construct

NonEnglishQualifier Value
3-11-5 Residues MDFGLSLVFL VLILKGVQC 19

3-12 Sequences
3-12-1 Sequence Number [ID] 12
3-12-2 Molecule Type AA
3-12-3 Length 26

3-6-2 AA

3-6-4 Features REGION 1..21

Location/Qualifiers

source 1..21

3-6-5 Residues

3-7

3-7-2

3-7-3

3-7-4 Features

Location/Qualifiers

17

3-8-3

3-8-4 Features

Location/Qualifiers

3-8-5 Residues

3-10

3-10-1

AA

3-10-5 Residues 11

3-11

3-11-2

19

3-11-5 Residues

3-12

3-12-1 12

26
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3-12-4 Features
Location/Qualifiers

REGION 1..26
note=Synthetic oligopeptide
source 1..26
mol_type=protein
organism=synthetic construct

NonEnglishQualifier Value
3-12-5 Residues MATGSRTSLL LAFGLLCLSW LQEGSA 26

3-13 Sequences
3-13-1 Sequence Number [ID] 13
3-13-2 Molecule Type AA
3-13-3 Length 220
3-13-4 Features

Location/Qualifiers
REGION 1..220
note=Synthetic polypeptide
source 1..220
mol_type=protein
organism=synthetic construct

NonEnglishQualifier Value
3-13-5 Residues ASTKGPSVFP LAPCSRSTSE STAALGCLVK DYFPEPVTVS WNSGALTSGV HTFPAVLQSS 60

GLYSLSSVVT VPSSSLGTKT YTCNVDHKPS NTKVDKRVES KYGPPCPPCP APEFLGGPSV 120
FLFPPKPKDT LMISRTPEVT CVVVDVSQED PEVQFNWYVD GVEVHNAKTK PREEQFQSTY 180
RVVSVLTVLH QDWLNGKEYK CKVSNKGLPS SIEKTISKAK 220

3-14 Sequences
3-14-1 Sequence Number [ID] 14
3-14-2 Molecule Type AA
3-14-3 Length 106
3-14-4 Features

Location/Qualifiers
REGION 1..106
note=Synthetic polypeptide
source 1..106
mol_type=protein
organism=synthetic construct

NonEnglishQualifier Value
3-14-5 Residues GQPREPQVYT LPPSRDELTK NQVSLTCLVK GFYPSDIAVE WESNGQPENN YKTTPPVLDS 60

DGSFFLYSKL TVDKSRWQQG NVFSCSVMHE ALHNHYTQKS LSLSPG 106

3-15 Sequences
3-15-1 Sequence Number [ID] 15
3-15-2 Molecule Type AA
3-15-3 Length 326
3-15-4 Features

Location/Qualifiers
REGION 1..326
note=Synthetic polypeptide
source 1..326
mol_type=protein
organism=synthetic construct

NonEnglishQualifier Value
3-15-5 Residues ASTKGPSVFP LAPCSRSTSE STAALGCLVK DYFPEPVTVS WNSGALTSGV HTFPAVLQSS 60

GLYSLSSVVT VPSSSLGTKT YTCNVDHKPS NTKVDKRVES KYGPPCPPCP APEFLGGPSV 120
FLFPPKPKDT LMISRTPEVT CVVVDVSQED PEVQFNWYVD GVEVHNAKTK PREEQFQSTY 180
RVVSVLTVLH QDWLNGKEYK CKVSNKGLPS SIEKTISKAK GQPREPQVYT LPPSRDELTK 240
NQVSLTCLVK GFYPSDIAVE WESNGQPENN YKTTPPVLDS DGSFFLYSKL TVDKSRWQQG 300
NVFSCSVMHE ALHNHYTQKS LSLSPG 326

3-16 Sequences
3-16-1 Sequence Number [ID] 16
3-16-2 Molecule Type AA
3-16-3 Length 105
3-16-4 Features

Location/Qualifiers
REGION 1..105
note=Synthetic polypeptide
source 1..105
mol_type=protein
organism=synthetic construct

NonEnglishQualifier Value
3-16-5 Residues QPKAAPSVTL FPPSSEELQA NKATLVCLIS DFYPGAVTVA WKADSSPVKA GVETTTPSKQ 60

SNNKYAASSY LSLTPEQWKS HRSYSCQVTH EGSTVEKTVA PTECS 105

3-12-4 Features REGION 1..26
Location/Qualifiers

source 1..26

3-12-5 Residues 26

3-13

3-13-1

3-13-2 AA
3-13-3 220

3-13-4 Features REGION 1..220

Location/Qualifiers

source 1..220

3-13-5 Residues ASTKGPSVFP LAPCSRSTSE STAALGCLVK DYFPEPVTVS WNSGALTSGV HTFPAVLQSS 60

106

3-15-4

Location/Qualifiers

326

3-16

3-16-1

3-16-2

3-16-3

3-16-4 REGION 1..105

source 1..105

20
26

20
19
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